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FIGURE 1 



VSFRLSGATTTSY, 
YGVF I KNLRE AL P , 
KNLREALP YERKV , 
RKVYNI PLLRS ST, 
IPLLRSSISGSGR, 
GRYTLLHLTNYAD, 
LHLTNYADETISV, 
ISVAVDVTNVYIM, 
TNVYIMGYLAGDV , 
YIMGYLAGDVSYF, 
GDVS YFFNEASAT , 
YFFNEASATE AAK , 
FVFKD AKKKVTL P , 
LPYSGNYERLQTA , 
GKIRENIPLGLPA, 
LGLPALDSAITTL , 
TTLYYYTASSAAS , 
a v. YYYTAS SAASALL , 
LLVL I Q STAE S AR , 
ARYKF I EQQI GKR , 
QQIGKRVDKTFLP, 
TFLPSLATISLEN, 
ISLENNW^ALSKQ, 
KQIQIASTNNGQF, 
SPWLIDGNNQRV , 
VLIDGNNQRVSIT , 
ARVVTSNI ALLLN , 
IALLLNRNNIAAI , 
, NNI AAIGEDI SMT , 
SMTL IGFEHGL Y , 



FRLSGATTTSYGV, 
GVFI KNLREALP Y, 
EALP YERKVYNI P , 
KVYNIPLLRSSIS, 
PLLRS S I SGSGRY , 
YTLLHLTNYADET, 
TNYADET I SVAVD , 
VAVDVTNVYIMGY , 
NVYIMGYLAGDVS , 
MGYLAGDVS YFFN , 
VS YF FNEASATEA , 
AKFVFKDAKKKVT , 
KKVTLPYSGNYER, 
GNYERLQTAAGKI , 
ENI PLGLPALDS A , 
PALDSAITTLYYY , 
TL YYYTAS SAAS A , 
SALLVLIQSTAES , 
LVLIQSTAESARY , 
YKFIEQQIGKRVD , 
KRVDKTFLPSLAT, 
PSLATISLENNWS, 
NNWSALSKQIQIA, 
IQIASTNNGQFES , 
PWLIDGNNQRVS , 
QRVS I TNAS AR W , 
RWTSNIALLLNR, 
ALLLNRNNI AAIG , 
AAIGED I SMTLIG , 
MTLIGFEHGLYGI , 



T S YGVF I KNLREA , 
VFI KNLREALP YE , 
LP YERKVYNI PLL , 
YNIPLLRSSISGS, 
SSI SGSGRYTLLH , 
TLLHLTNYADETI , 
ET I S VAVDVTNVY , 
VDVTNVYIMGYLA , 
VYIMGYLAGDVSY , 
GYLAGDVSYFFNE , 
S YFFNEASATEAA , 
KFVFKDAKKKVTL , 
VTLPYSGNYERLQ , 
ERLQTAAGKIREN , 
I PLGLPALDSAIT , 
SAITTLYYYTASS , 
L YYYTAS SAAS AL , 
ALLVLIQSTAESA, 
VLIQSTAESARYK , 
KFIEQQIGKRVDK , 
KTFLPSLATISLE , 
ATISLENNWSALS, 
SALSKQIQIASTN, 
GQFE S PWL I DGN , 
WLIDGNNQRVSI, 
VSITNASARWTS , 
SNI ALLLNRNNI A , 
LLLNRNNIAAIGE, 
ED I SMTL I GFEHG , 
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FIGURE 2 



Peptide 
ID# 


Bryodinl ; 1 5m er peptide 
sequence 


Residue # 


1 


DVSFRLSGATTTSYG 


1 


2 


FRIiS GATTTS YGVF I 


4 


3 


SGATTTS YGVF I KNL 


7 


4 


TTTSYGVFI KNLREA 


10 \ 


5 


SYGVFIKNLREALPY 


13 


6 


VFIKNLREALPYERK 


16 


7 


KNIiREALPYERKVYN 


19 


8 


REAIiPYERKVYNIPL 


22 


9 


LPYERKVYNI PLLRS 


25 


10 


ERKVYNI PLLRSSIS 


28 


11 


VYNIPLLRSSISGSG 


31 


12 


I PIiLRSSI SGSGRYT 


34 


13 


LRSSISGSGRYTLLH 


37 


14 


S I SGSGRYTLLHIiTN 


40 


15 


GSGRYTLLHLTNYAD 


43 


16 


RYTLLHLTNYADETI 


46 


17 


LLHLTNYADETISVA 


49 


18 


LTNYADETI SVAVDV 


52 


19 


YADETI S VAVDVTNV 


55 


20 


ETI S VAVDVTNVYIM 


58 


21 


SVAVDVTNVYI MGYL 


61 


22 


VDVTNVYI MG Y LAGD 


64 


23 


TNVYI MGYLAGDVS Y 


67 


24 


YIMGYIiAGDVSYFFN 


70 


25 


GYIiAGDVSYFFNEAS 


73 


26 


AGDVSYFFNEASATE 


76 


27 


VS YFFNEAS ATEAAK 


79 


28 


FFNEASATEAAKFVF 


82 


29 


EASATEAAKFVFKDA 


65 


30 


ATEAAKFVFKDAKKK 


88 


31 


AAKFVFKDAKKKVTL 


91 


32 


FVFKDAKKKVTLPYS 


94 


33 


KDAKKKVTLPYSGNY 


97 


34 


KKKVTLPYSGNYERL 


100 


35 


VTIiPYSGNYERLQTA 


103 


36 


PYSGNYERLQTAAGK 


106 


37 


GNYERLQT AAGKI RE 


109 


38 


ERLQTAAGKIRENIP 


112 


39 


QTAAGKI RENI PLGL 


115 


40 


AGKIRENI PLGLPAL 


118 


41 


IRENIPLGLPALDSA 


121 


42 


NI PLGLPAIiDSAITT 


124 


43 


LGIiPALDSAITTLYY 


127 



Peptide 
ID# 


J WVI 1 1 1 1 j 1 will Id pufJiiuc 

sequence 


Residue # 


44 


PALDSAI TTLYYVTA 


130 


45 


DS AITTIjYYYT.AS S A 


133 


46 


I TTLYYYT AS S AAS A 


136 


47 


LYYYTAS SAASAT.LV 


139 


46 


YTASS AASALLVIiI Q 


142 


49 


S SAASALLVLIQSTA 


145 


50 


ASALLVIiIQSTAESA 


148 


51 


IiLVL IQSTAE S ARYK 


151 


52 


LIQSTAESARYKFIE 


154 


53 


STAES ARYKF I EQQI 


157 


54 


ESARYKFIEQQIGKR 


160 


55 


RYKFIEQQIGKRVDK 


163 


56 


FIEOOIGKRVDKTFIi 


1fifi 


57 


OOIGKRVDKTFLPSL 


103 


58 


GKRVDKTFLPSIiAT I 


172 


59 




i ( SJ 


60 




17ft 
I r o 


61 


PSLATISLENNWSAIj 


181 


62 




lot 


63 


SLENNWS AIjS KOT O T 


1ft7 


64 


NNWSALS KOI OI AST 


190 


65 






66 


SKOIOIASTNNGOFE 


1QR 


67 


I OIASTNNGOFES P V 


1579 


68 


ASTNKfGOFE S PWIiI 




69 


NNGOFES P WliTDGM 




70 


QFE S PWIjI DGNNQR 


208 


71 


S P WliIDGNNORVS I 




72 


VLIDGNNORVS ITKTA 


214 


73 


DGNNQRVS ITNASAR 


217 


74 


NQRVS ITNAS ARWT 


220 


75 


VS ITNASARWTSNI 


223 


76 


TNASARWTSNIAIiL 


226 


77 


SARWTSNIAIiLIiNR 


229 


78 


VVTSNIALIjIiNRNNI 


232 


79 


SNIALLLNRNNIAAI 


235 


80 


ALLLNRNNIAAI GED 


238 


81 


LNRNNI AAI G ED ISM 


241 


82 


NNIAAIGEDI SMTLI 


244 


83 


AAIGEDISMTLIGFE 


247 


84 


GEDISMTLIGFEHGL 


250 


85 


I S MTL IG FEHGL YG I 


253 
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FIGURE 3 



Epitope R1 (residues 46-66) 

1BRY RYTLLHLTNYADETI S VAVDV 

1TCS : :A: I : : 

1CF5 :FI: : : : :S: :Y: ::::::: : 



Epitope R2 (residues 88-102) 



1BRY ATEAAKFVFKDAKKK 
1TCS : : : : : :Y: : : : :MR: 



Epitope R3 (residues 112-135) 

1BRY ERLQTAAGKIRENI PLGLPALDSA 
1TCS 

1CF5 * tfi • ■ s • • U i************ S * * 

1MOM ::: :I ::: :P: :K: :I: :::::: : 



Epitope R4 (residues 136-162) 

1BRY I TTL YYYTAS S AAS ALLVL I QSTAE S A 

1TCS : : : :F: :N:N: : : : : :M: : : : : :S:A: 

1CF5 : : : :F: :N:Q: : P :::::::: T : : :A: 

1MOM :S: : LH : DSTA: :G: : : : : : :T: : :A: 



Epitope R5 (residues 178-204) 

1BRY ATISLENNWSALSKQIQIAST 

1TCS :I: : : :S: :::::::::::: : 

1CF5 :I: :: :Q: :::::: : :FL:QN 

1MOM :::::: :S: :G: ::: : :L:QG 
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FIGURE 5 A 
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B5uM 
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PBMC donor response charts to bryodin 1 peptides #1 -16 
Peptide #16 is encompassed within epitope region R1 
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FIGURE 5 B 
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PBMC donor response charts to bryodin 1 peptides #17-32 
Peptide #30 is encompassed within epitope region R2 
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FIGURE 5 C 
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donor 6 



3,00 
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♦ 



PBMC donor response charts to bryodin 1 peptides #33 - 48 
Peptides #39 and #40 are encom[passed within epitope region R3. 
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FIGURE 5 D 



Donor 17 
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Donor 6 




0,00 + 
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PBMC donor response charts to bryodin 1 peptides #49 - 
Peptide #64 is encompassed within epitope region R5 
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FIGURE 6 



MHC Class II ligands detected within epitope region R1 



Frequency 
56 i n 

Caucasian 1321 25.32 37.10 44.75 5Z22 58.03 6321 66.94 69.65 72.07 74.41 75.80 77.10 78.09 79.06 

Aver. Pop 13.21 12.11 11.77 7.65 7.48 5.81 5.17 3.73 2.71 2.42 2.34 1.39 1.3 0.99 0.97 
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FIGURE 7 



MHC Class II ligands detected within epitope region R2 



Frequency 
% in 

Caucasian 13.21 25.32 37.10 44.75 52.22 56.03 63.21 66.9< 

Aver. Pop 1351 12.11 11.77 7.65 7.48 5.81 5.17 3.73 



7107 74.41 75.80 77.10 78.09 79.06 
2.42 Z34 1.39 1.3 0.99 0.97 
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FIGURE 8 



MHC Class II ligands detected within epitope region R3 



Frequency % 
in 

Caucasian 13.21 25.32 37.10 44.75 52.22 58.03 63.21 66.94 69.65 65.63 71.99 73.38 74.68 75.67 76.64 

Aver. Pop 13.21 1111 11.77 7.65 7.48 5.81 5.17 3.73 Z71 2.42 Z34 139 U 0.99 0.97 
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FIGURE 9 



MHC Class II ligands detected within epitope region R4 



Frequency 
% in 

Caucasian 1121 25.32 37.10 44.75 5Z22 58.03 6121 66.94 69.65 65.63 71.99 73.38 74.68 75.67 76.64 

Aver. Pop 1121 12.11 11.77 7.65 7.48 551 5.17 173 171 2.42 234 159 1.3 0.99 057 
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FIGURE 10 



MHC Class II ligands detected within epitope region R5 
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